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A.  Positions and Honors

Positions and Employment
1982 – 1986 B.S., University of Michigan (Honors)
1984 – 1986 Undergraduate Researcher, University of Michigan

Synthesis of heterocyclic anti-filarial compounds
1986 – 1992 Ph.D., Department of Biological Chemistry and Molecular Pharmacology, Harvard University

Thesis: An In Vitro Genetic Analysis of the Group I Self-splicing Intron
1993 - 1998 Post-doctoral Fellow, Department of Biology, University of California, Santa Cruz
1998 - 2003 Assistant Professor, Molecular Biology & Genetics Department

Johns Hopkins University School of Medicine
2000 - 2005 Assistant Investigator, Howard Hughes Medicine Institute at Johns Hopkins University
2003 - 2007 Associate Professor, Molecular Biology & Genetics Department

Johns Hopkins University School of Medicine
2005 Investigator, Howard Hughes Medical Institute, Johns Hopkins University School of

Medicine
2007 Professor, Molecular Biology & Genetics Department

Johns Hopkins University School of Medicine
2007 Editorial Board, RNA
2007 Editorial Board, Molecular Cell
2008 Editorial Board, Journal of Biology
2010 Board of Directors, RNA Society

Honors
1982 – 1986 Undergraduate Academic Scholarships
1987 – 1990 NSF Predoctoral Fellowship
1993 – 1996 Damon Runyon Walter Winchell Postdoctoral Fellowship
1996 American Cancer Society Postdoctoral Fellowship, California Division
1996 – 2001 Burroughs Wellcome Career Award
1999 RPI/RNA Award for Young Scientists
2000 David and Lucile Packard Fellowship Award
1999 - 2002 Searle Scholarship Award
2000 Howard Hughes Medical Institute Assistant Investigator Award
2005 Johns Hopkins University School of Medicine Teacher of the Year
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22. Semrad, K., Green, R., Schroeder, R. (2004) RNA chaperone activity of large ribosomal subunit proteins
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32. Brunelle, J.L., Youngman, E.M., Sharma, D., and Green, R. (2006) The interaction between C75 of tRNA
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requirements during transfer RNA selection on the ribosome. Nat Struct Mol Biol 14, 30-6.
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