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Rachel Green
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INSTITUTION AND LOCATION _DEGREE YEAR(s) FIELD OF STUDY
(if applicable)
University of Michigan, Ann Arbor, Ml B.S. 1986 Chemistry
Harvard University, Cambridge, MA Ph.D. 1992 Biological Chemistry
University of California, Santa Cruz Post-doc 1998 Biochemistry

A. Positions and Honors

Positions and Employment

1982 — 1986 B.S., University of Michigan (Honors)

1984 — 1986 Undergraduate Researcher, University of Michigan
Synthesis of heterocyclic anti-filarial compounds

1986 — 1992 Ph.D., Department of Biological Chemistry and Molecular Pharmacology, Harvard University
Thesis: An In Vitro Genetic Analysis of the Group | Self-splicing Intron

1993 - 1998 Post-doctoral Fellow, Department of Biology, University of California, Santa Cruz
1998 - 2003 Assistant Professor, Molecular Biology & Genetics Department
Johns Hopkins University School of Medicine
2000 - 2005 Assistant Investigator, Howard Hughes Medicine Institute at Johns Hopkins University
2003 - 2007 Associate Professor, Molecular Biology & Genetics Department
Johns Hopkins University School of Medicine
2005 Investigator, Howard Hughes Medical Institute, Johns Hopkins University School of
Medicine
2007 Professor, Molecular Biology & Genetics Department
Johns Hopkins University School of Medicine
2007 Editorial Board, RNA
2007 Editorial Board, Molecular Cell
2008 Editorial Board, Journal of Biology
2010 Board of Directors, RNA Society
Honors

1982 — 1986 Undergraduate Academic Scholarships
1987 — 1990 NSF Predoctoral Fellowship
1993 — 1996 Damon Runyon Walter Winchell Postdoctoral Fellowship

1996 American Cancer Society Postdoctoral Fellowship, California Division
1996 — 2001 Burroughs Wellcome Career Award

1999 RPI/RNA Award for Young Scientists

2000 David and Lucile Packard Fellowship Award

1999 - 2002 Searle Scholarship Award

2000 Howard Hughes Medical Institute Assistant Investigator Award

2005 Johns Hopkins University School of Medicine Teacher of the Year
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